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PARTNER SEARCH FORM


Area of interest: 

date of publication of this form: ../../07
answers expected BEFORE:
	GENERAL INFORMATION

	Name of organisation*: Hebrew University

	Type of organisation*: 

x Public body (Research organization/university/lab)   SME/ SME association    Other private actor 
 Not for profit organization    Regional body/agency   Other (specify)


	CONTACT PERSON 

	name*
	Julia Shifman

	country
	Israel

	WEBSITE
	www.bio.huji.ac.il/shifman

	address
	Dept. of Biological Chemistry, Givat Ram Campus, Hebrew Unviersity , Jerusalem, Israel

	tel*
	972-2-568-4078

	Fax
	

	e-mail*
	jshifman@cc.huji.ac.il

	TYPE OF PARTNER SEARCH*:

	x FP7 SPECIFIC CaLL 

 NO SPECIFIC CALL/EXPRESSION  of interest (only if relevant)

	CONSORTIUM*
	POSITION within consortium*

	x Create a new consortium

x Join an existing consortium
	 As a Coordinator

x As a Partner

	IF FP7 RELEVANT CAll:

Area of interest

	COOPERATION

CAPACITIES

x 1 – Health

 2 - Food, agriculture, fisheries and biotechnologies

 3 – ICT

 4 – NMP

 5 – Energy

 6 – Environment (including climate change)

 7 – Transports (including aeronautics)

 8 – SSH

 9 – Space
 10 – Security

x Research infrastructures

x Research for the profit of SMEs

 Regions of knowledge
 x Research potential

 Science in society

 Support to the coherent development of research policies
 International cooperation

PEOPLE

IDEAS

 Initial Training networks Networks (ITN)
 Intra European fellowship (IEF)
 European Reintegration Grants (ERG)

 Cofunding (COFUND)

 Industry-Academia Partnerships and Pathways (IAPP)
 International Outgoing Fellowships (IOF)

 International Incoming Fellowships (IIF)

 International Reintegration grant (ERG)
 Marie Curie “Researchers’night”

 Marie Curie Awards

 Starting Independent research grant

 Advanced Investigator grants

 EURATOM

 JRC



	CALL DETAILS

	CALL IDENTIFICATION (according to WP): Health.2011.1.4-3
Development and production of new high-affinity protein scaffolds for therapeutic use 


	DATE OF PUBLICATION:

31.03.2010
	CLOSURE DATE:

	PROJECT INFORMATION

	ACRONYM & TITLE:



	ABSTRACT*: Protein:protein interactions are crucial for all cellular pathways, including signal transduction, DNA replication, transcription/translation, multi-molecular associations, among many others. Disruption of the protein-protein interactions pathways frequently leads to disease. Hence, learning to rationally manipulate protein-protein interactions in cells is of great importance both to basic biology and applied research such as drug design. Our lab has been working on developing reliable computational methods for design and modification of protein-protein interactions. Our first direction of research is prediction of mutations that result in enhanced binding affinity and binding specificity of protein-protein complexes. Our second direction is to computationally design novel binding proteins that recognize a specific target. These custom made binders usually possess high stability, ease of expression, and high binding specificity – the qualities that are necessary attributes of therapeutical molecules.  
RELEVANT PULICATIONS: 

Yosef E., Politi R, Choi, M. H., and Shifman J. M. (2009) Computational design of calmodulin mutants with up to 900-fold increase in binding specificity, J. Mol. Biol., 385, 1470-1480

Sharabi O., Peleg Y., Mashiach E., Vardy E., Ashani Y, Silman I., Sussman J. L., and Shifman J. M. (2009) Design, expression, and characterization of mutants of fasciculin optimized for interaction with its target acetylcholinesterase, Prot. Eng. Des. Sel., 22, 641-648.
Sharabi O., Yanover C., Dekel A., and Shifman J. M. (2010) Optimizing energy functions for design of protein-protein interfaces, J. Comp. Chem., in press. 

Filchinski D., Sharabi O., Rueppel A., Vetter I. R., Herrmann, C., and Shifman J. M. (2010) What makes Ras an efficient molecular switch: A biophysical and structural study of Ras-GDP interactions with mutants of Raf, J. Mol. Biol., in press


	KEYWORDS: Protein-Protein interactions, Computational protein design, protein evolution, binding affinity, binding specificity



	TYPE OF PROJECT Funding scheme : small or medium scale focused research

	PARTNERS ALREADY INVOLVED ( Contact Name, Name of organization, e-mail address):



	PARTNER SOUGHT

	COUNTRY (IES) (if relevant):



	EXPERTISE REQUESTED*: 
ROLE: 
( Technology  development               ( Research                ( Training

             ( Dissemination                               ( Demonstration         ( Other (specify): …………….

	ORGANISATION TYPE:  

 Public body (Research organization/university/lab)   SME/ SME association    Other private actor 
 Not for profit organization     Regional body/agency   Other (specify)

 Any    


	HOW MANY PARTNERS ARE REQUIRED?
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