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PARTNER SEARCH FORM


Area of interest: 
HEALTH.2010.1.1-1: Harmonisation of phenotyping and biosampling for human largescale research biobanks. FP7-HEALTH-2010-single-stage
date of publication of this form: 09/10/09
answers expected BEFORE: as soon as possible

	GENERAL INFORMATION

	Name of organisation*: CNR -  Institute of clinical physiology – Pisa - Italy

	Type of organisation*: 

X Public body (Research organization/university/lab)   SME/ SME association    Other private actor 
 Not for profit organization    Regional body/agency   Other (specify)


	CONTACT PERSON 

	name*
	Clara Carpeggiani, Danilo Neglia and Oberdan Parodi

	country
	ITALY

	address
	CNR Institute of Clinical Physiology, Via G. Moruzzi 1, Pisa, Italy

	tel*
	+39 050 3152216

	Fax
	+39 050 3152166

	e-mail*
	

	TYPE OF PARTNER SEARCH*:

	Other actors

	CONSORTIUM*
	POSITION within consortium*

	X Create a new consortium

X Join an existing consortium
	X As a Coordinator

X As a Partner

	IF FP7 RELEVANT CAll:

Area of interest

	X FP7 SPECIFIC CaLL HEALTH.2010.1.1-1: Harmonisation of phenotyping and biosampling for human largescale research biobanks. FP7-HEALTH-2010-single-stage



	COOPERATION

CAPACITIES

X 1 – Health

 2 - Food, agriculture, fisheries and biotechnologies

 3 – ICT

 4 – NMP

 5 – Energy

 6 – Environment (including climate change)

 7 – Transports (including aeronautics)

 8 – SSH

 9 – Space
 10 – Security

 Research infrastructures

 Research for the profit of SMEs

 Regions of knowledge
 Research potential

 Science in society

 Support to the coherent development of research policies
 International cooperation

PEOPLE

IDEAS

 Initial Training networks Networks (ITN)
 Intra European fellowship (IEF)
 European Reintegration Grants (ERG)

 Cofunding (COFUND)

 Industry-Academia Partnerships and Pathways (IAPP)
 International Outgoing Fellowships (IOF)

 International Incoming Fellowships (IIF)

 International Reintegration grant (ERG)
 Marie Curie “Researchers’night”

 Marie Curie Awards

 Starting Independent research grant

 Advanced Investigator grants

 EURATOM

 JRC



	CALL DETAILS

	CALL IDENTIFICATION (according to WP): HEALTH.2010.1.1-1
	DATE OF PUBLICATION: August 5th 2009
	CLOSURE DATE: November 19th 2009

	PROJECT INFORMATION

	ACRONYME & TITLE: BIOGEN-CARE-IHD    

BIOhumoral and GENetic predictors of CARdiac Evolving phenotype in Ischemic Heart Disease


	SUMMARY*: The advance and rapid diffusion of cardiac imaging technologies offer powerful tools for early detection and characterization of Ischemic Heart Disease (IHD) but pose problems of appropriateness and potentially increasing costs and risks. It is conceivable that a better definition of the individual risk for disease could guide the selection of candidates for diagnostic procedures and treatment. As a matter of fact, IHD encompasses complex disorders which have multiple causes and complex pathophysiology with a clear genetic component. However, the identification and characterization of gene clusters that enhance the prediction of IHD risk remain a difficult challenge. In fact, the search for genetic factors in IHD is, indeed, hampered by the complexity and pathogenetic heterogeneity of the disease, and by the enormous size of genes that may contribute to predisposition to IHD and to other related complex disease traits, such as hypertension, metabolic syndrome, obesity and diabetes. Genome-wide single nucleotide polymorphism (SNP) association studies are a recently developed strategy that has, in fact, proved to be effective in identifying genetic factors for IHD and clinical metabolic disorders in selected cohorts of subjects. Available genetic studies, however, have not provided so far a clear relationship between genotype and cardiac phenotype in the single individual. This is in part due to the lack of studies, performed in patients with suspected IHD, including together with a genome wide approach, a careful clinical and laboratory evaluation and a complete cardiac imaging phenotyping. Moreover, differences in European populations with regard to genetic background, life styles, risk factors, etc. render results obtained in selected cohorts not immediately transferable to larger populations. On the other hand large biobanks are not easily connected with clinical centers able to provide a detailed and homogeneously defined clinical phenotype to be associated with individual biohumoral and genetic profiles. In this context, the BIOGEN-CARE-IHD study aims to create a large European network of biological banks and clinical centers with multiimaging capabilities aimed to prospectively collect (in a standardized form which allows an integrated analysis) multiple genetic, biohumoral and imaging data obtained in each subject of a large European clinical cohort of patients with suspected IHD.  This approach could lead to creation of a unique standardized European data base offering a powerful and unprecedented tool to unequivocally establish valid individual genotype–phenotype associations in IHD. Panels of biomarkers and genes could be identified, able to define the individual risk of coronary disease, to integrate the imaging phenotype and to be used to select proper patients for further testing, treatment and to predict clinical outcomes. To this task an important contribution to the BIOGEN-CARE-IHD proposal could come from  the availability of already established European networks of leading cardiological clinical centers such as that of the on going EVINCI study (Evaluation of Integrated Cardiac Imaging for the detection and characterization of Ischemic Heart Disease, coordinated by Danilo Neglia at IFC-CNR in Pisa), and VPH2 (Virtual Pathology of the Heart of Virtual Physiological Human and scientifically coordinated by Oberdan Parodi, at IFC CNR in Milan), already financed under the FPVII 2009 EC program. Moreover IFC-CNR is the coordinator of a large Italian National study called GENOCOR which includes a large biobank and clinical databank of 1000 and 10000 patients respectively with coronary artery disease.   
The main objectives of the BIOGEN-CARE study are:

a)To enroll throughout Europe a large population of patients with suspected IHD and candidate to cardiac imaging, presenting to selected European clinical centers with available multi-imaging cardiovascular and clinical facilities together with established biological banks.  

b)To collect in each patient, together with a complete clinical and anatomo-functional cardiovascular imaging evaluation,  blood samples for extensive biohumoral analysis, DNA isolation and genotyping of the genes potentially involved in the pathogenesis and progression of IHD. 

c)To develop an integrated European Network and data-base able to include genotype and biohumoral-imaging phenotype data in a standardized form which would allow integrated analysis. 

d) To discover new  clinically useful integrated biohumoral and genetic testing to identify individual risk of disease, to integrate imaging phenotytpe  in order to select proper patients for further testing, treatment and to predict outcome. This will provide the framework for patenting a specific Genetic-Biohumoral diagnostic kit.

Secondary objectives are:

a)To create a standardized integrated biomarkers, clinical and “imaging” data base throughout Europe able to collect results of genetic and biohumoral analysis, clinical evaluation, non-invasive imaging and invasive imaging procedures clinically performed in cardiovascular patients, guarantying absolute anonimyzation and easy retrieval of integrated information. 

b) To perform a Genotype-phenotype (imaging and biomarkers data) comparisons for the identification of new functional genetic polymorphism involved in the pathogenesis of different forms of IHD.

c)To perform a cost-effectiveness analysis of Biohumoral-Genetic guided diagnostic procedures versus common diagnostic strategy in IHD. 



	KEYWORDS: Ischemic Heart Disease, Clinical Phenotypes, Biomarkers, Genotypes, Biobanks, Cardiac Imaging, Diagnosis



	TYPE OF PROJECT Funding scheme : IP

	PARTNERS ALREADY INVOLVED ( Contact Name, Name of organization, e-mail address): Possibly some of the partners of the EVINCI Study and VPH2 (3-4).



	PARTNER SOUGHT

	COUNTRY (IES) (if relevant):



	EXPERTISE REQUESTED*: Extensive expertise in genotyping and availability of biobanks 
ROLE: 
( Technology  development               X Research                ( Training

             ( Dissemination                               ( Demonstration         ( Other (specify): …………….

	ORGANISATION TYPE:  

X Public body (Research organization/university/lab)  X SME/ SME association    Other private actor 
 Not for profit organization     Regional body/agency   Other (specify)

 Any    


	HOW MANY PARTNERS ARE REQUIRED?
	Four
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